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4 <110> APPLICANT: Hagen, Gustav 

5 Siegmund, Hans-Ulrich 

6 Weichel, Walter 

7 Wick, Maresa 

8 Zubov, Dmitry 

10 <120> TITLE OF INVENTION: Human Catalytic Telomerase Sub-Unit and its Diagnostic 

11 Therapeutic Use 

13 <130> FILE REFERENCE: Bayer 10,203 

15 <140> CURRENT APPLICATION NUMBER: US 09/424, 686B 

17 <141> CURRENT FILING DATE : 1999-11-29 

19 <150> PRIOR APPLICATION NUMBER: PCT/EP98/034 68 

21 <151> PRIOR FILING DATE: 1998-06-09 

23 <160> NUMBER OF SEQ ID NOS : 7 

25 <170> SOFTWARE: Microsoft Word 



ERRORED SEQUENCES 



Comply 



640 <210> SEQ ID NO: 7 COflOCl^^ 



641 <211> LENGTH: 2089 n r } G01 

642 <212> TYPE: DNA 
64 3 <213> ORGANISM: Homo sapiens 
645 <400> SEQUENCE: 7 

64 6 ccggaagagt gtctggagca agttgcaaag cattggaatc agacagcact tgaagagggt 60 

64 8 gcagctgcgg .gagctgtcgg aagcagaggt caggcagcat cgggaagcca ggcccgccct 120 

650 gctgacgtcc agactccgct tcatccccaa gcctgacggg ctgcggccga ttgtgaacat 180 

652 ggactacgtc gtgggagcca gaacgttccg cagagaaaag agggccgagc gtctcacctc 240 

654 gagggtgaag gcactgttca gcgtgctcaa ctacgagcgg gcgcggcgcc ccggcctcct 300 

656 gggcgcctct gtgctgggcc tggacgatat ccacagggcc tggcgcacct tcgtgctgcg 360 

658 tgtgcgggcc caggacccgc cgcctgagct gtactttgtc aaggtggatg tgacgggcgc 420 

660 gtacgacacc atcccccagg acaggctcac ggaggtcatc gccagcatca tcaaacccca 480 

662 gaacacgtac tgcgtgcgtc ggtatgccgt ggtccagaag gccgcccatg ggcacgtccg 540 

664 caaggccttc aagagccacg tctctacctt gacagacctc cagccgtaca tgcgacagtt 600 

666 cgtggctcac ctgcaggaga ccagcccgct gaggggtgcc gtcgtcatcg agcagagctc 660 

668 ctccctgaat gaggccagca gtggcctctt cgacgtcttc ctacgcttca tgtgccacca 720 

670 cgccgtgcgc atcaggggca agtcctacgt ccagtgccag gggatcccgc agggctccat 780 

672 cctctccacg ctgctctgca gcctgtgcta cggcgacatg gagaacaagc tgtttgcggg 84 0 

674 gattcggcgg gacgggctgc tcctgcgttt ggtggatgat ttcttgttgg tgacacctca 900 

676 cctcacccac gcgaaaacct tcctcaggac cctggtccga ggtgtccctg agtatggctg 960 

678 cgtggtgaac ttgcggaaga cagtggtgaa cttccctgta gaagacgagg ccctgggtgg 1020 

680 cacggctttt gttcagatgc cggcccacgg cctattcccc tggtgcggcc tgctgctgga 1080 

682 tacccggacc ctggaggtgc agagcgacta ctccagctat gcccggacct ccatcagagc 1140 

684 cagtctcacc ttcaaccgcg gcttcaaggc tgggaggaac atgcgtcgca aactctttgg 1200 
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686 ggtcttgcgg ctgaagtgtc acagcctgtt tctggatttg caggtgaaca gcctccagac 1260 
688 ggtgtgcacc aacatctaca agatcctcct gctgcaggcg tacaggtttc acgcatgcgt 1320 
690 gctgcagctc ccatttcatc agcaagtttg gaagaacccc acatttttcc tgcgcgtcat 1380 
692 ctctgacacg gcctccctct gctactccat cctgaaagcc aagaacgcag gtatgtgcag 1440 
694 gtgcctggcc tcagtggcag cagtgcctgc ctgctggtgt tagtgtgtca ggagactgag 1500 
696 tgaatctggg cttaggaagt tcttacccct tttcgcatca ggaagtggtt taacccaacc 1560 
698 actgtcaggc tcgtctgccc gccctctcgt ggggtgagca gagcacctga tggaagggac 1620 
700 aggagctgtc tgggagctgc catccttccc accttgctct gcctggggaa gcgctggggg 1680 
702 gcctggtctc tcctgtttgc cccatggtgg gatttggggg gcctggcctc tcctgtttgc 1740 
704 cctgtggtgg gattgggctg tctcccgtcc atggcactta gggcccttgt gcaaacccag 1800 
706 gccaagggct taggaggagg ccaggcccag gctaccccac ccctctcagg agcagaggcc 1860 
708 gcgtatcacc acgacagagc cccgcgccgt cctctgcttc ccagtcaccg tcctctgccc 1920 
710 ctggacactt tgtccagcat cagggaggtt tctgatccgt ctgaaattca agccatgtcg 1980 
712 aacctgcggt cctgagctta acagcttcta ctttctgttc tttctgtgtt gtggagaccc 2040 
714 tgaoaaggac cctgggagct ctgggaattt ggagtgacca aaggtgtgc 2089 
E~> 119^3J 
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4 <110> APPLICANT: Hagen, Gustav 

5 Siegmund, Hans-Ulrich 

6 Weichel, Walter 

7 Wick, Maresa 

8 Zubov, Dmitry 

10 <120> TITLE OF INVENTION: Human Catalytic Telomerase Sub-Unit and its Diagnostic and 

11 Therapeutic Use 

13 <130> FILE REFERENCE: Bayer 10,203 

15 <140> CURRENT APPLICATION NUMBER: US 09/424, 686B 

17 <141> CURRENT FILING DATE: 1999-11-29 

19 <150> PRIOR APPLICATION NUMBER: PCT/EP98/034 68 

21 <151> PRIOR FILING DATE: 1998-06-09 

23 <160> NUMBER OF SEQ ID NOS: 7 

25 <170> SOFTWARE: Microsoft Word 

27 <210> SEQ ID NO: 1 

28 <211> LENGTH: 4042 

29 <212> TYPE: DNA 

30 <213> ORGANISM: Homo sapiens 

32 <400> SEQUENCE: 1 

33 gtttcaggca gcgctgcgtc ctgctgcgca cgtgggaagc cctggccccg gccacccccg 60 
35 cgatgccgcg cgctccccgc tgccgagccg tgcgctccct gctgcgcagc cactaccgcg 120 
37 aggtgctgcc gctggccacg ttcgtgcggc gcctggggcc ccagggctgg cggctggtgc 180 
39 agcgcgggga cccggcggct ttccgcgcgc tggtggccca gtgcctggtg tgcgtgccct 240 
41 gggacgcacg gccgcccccc gccgccccct ccttccgcca ggtgtcctgc ctgaaggagc 300 
43 tggtggcccg agtgctgcag aggctgtgcg agcgcggcgc gaagaacgtg ctggccttcg 360 
4 5 gcttcgcgct gctggacggg gcccgcgggg gcccccccga ggccttcacc accagcgtgc 420 
47 gcagctacct gcccaacacg gtgaccgacg cactgcgggg gagcggggcg tgggggctgc 4 80 
4 9 tgctgcgccg cgtgggcgac gacgtgctgg ttcacctgct ggcacgctgc gcgctctttg 54 0 
51 tgctggtggc tcccagctgc gcctaccagg tgtgcgggcc gccgctgtac cagctcggcg 600 
53 ctgccactca ggcccggccc ccgccacacg ctagtggacc ccgaaggcgt ctgggatgcg 660 
55 aacgggcctg gaaccatagc gtcagggagg ccggggtccc cctgggcctg ccagccccgg 720 
57 gtgcgaggag gcgcgggggc agtgccagcc gaagtctgcc gttgcccaag aggcccaggc 780 
59 gtggcgctgc ccctgagccg gagcggacgc ccgttgggca ggggtcctgg gcccacccgg 84 0 
61 gcaggacgcg tggaccgagt gaccgtggtt tctgtgtggt gtcacctgcc agacccgccg 900 
63 aagaagccac ctctttggag ggtgcgctct ctggcacgcg ccactcccac ccatccgtgg 960 
65 gccgccagca ccacgcgggc cccccatcca catcgcggcc accacgtccc tgggacacgc 1020 
67 cttgtccccc ggtgtacgcc gagaccaagc acttcctcta ctcctcaggc gacaaggagc 1080 
69 agctgcggcc ctccttccta ctcagctctc tgaggcccag cctgactggc gctcggaggc 1140 
71 tcgtggagac catctttctg ggttccaggc cctggatgcc agggactccc cgcaggttgc 1200 
73 cccgcctgcc ccagcgctac tggcaaatgc ggcccctgtt tctggagctg cttgggaacc 1260 
75 acgcgcagtg cccctacggg gtgctcctca agacgcactg cccgctgcga gctgcggtca 1320 
77 ccccagcagc cggtgtctgt gcccgggaga agccccaggg ctctgtggcg gcccccgagg 1380 
79 aggaggacac agacccccgt cgcctggtgc agctgctccg ccagcacagc agcccctggc 1440 
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81 aggtgtacgg cttcgtgcgg gcctgcctgc gccggctggt gcccccaggc ctctggggct 1500 
83 ccaggcacaa cgaacgccgc ttcctcagga acaccaagaa gttcatctcc ctggggaagc 1560 
85 atgccaagct ctcgctgcag gagctgacgt ggaagatgag cgtgcgggac tgcgcttggc 1620 
87 tgcgcaggag cccaggggtt ggctgtgttc cggccgcaga gcaccgtctg cgtgaggaga 1680 
89 tcctggccaa gttcctgcac tggctgatga gtgtgtacgt cgtcgagctg ctcaggtctt 1740 
91 tcttttatgt cacggagacc acgtttcaaa agaacaggct ctttttctac cggaagagtg 1800 
93 tctggagcaa gttgcaaagc attggaatca gacagcactt gaagagggtg cagctgcggg 1860 
95 agctgtcgga agcagaggtc aggcagcatc gggaagccag gcccgccctg ctgacgtcca 1920 
97 gactccgctt catccccaag cctgacgggc tgcggccgat tgtgaacatg gactacgtcg 1980 
99 tgggagccag aacgttccgc agagaaaaga gggccgagcg tctcacctcg agggtgaagg 2040 
101 cactgttcag cgtgctcaac tacgagcggg cgcggcgccc cggcctcctg ggcgcctctg 2100 
103 tgctgggcct ggacgatatc cacagggcct ggcgcacctt cgtgctgcgt gtgcgggccc 2160 
105 aggacccgcc gcctgagctg tactttgtca aggtggatgt gacgggcgcg tacgacacca 2220 
107 tcccccagga caggctcacg gaggtcatcg ccagcatcat caaaccccag aacacgtact 2280 
109 gcgtgcgtcg gtatgccgtg gtccagaagg ccgcccatgg gcacgtccgc aaggccttca 2340 
111 agagccacgt ctctaccttg acagacctcc agccgtacat gcgacagttc gtggctcacc 2400 
113 tgcaggagac cagcccgctg agggatgccg tcgtcatcga gcagagctcc tccctgaatg 24 60 
115 aggccagcag tggcctcttc gacgtcttcc tacgcttcat gtgccaccac gccgtgcgca 2520 
117 tcaggggcaa gtcctacgtc cagtgccagg ggatcccgca gggctccatc ctctccacgc 2580 
119 tgctctgcag cctgtgctac ggcgacatgg agaacaagct gtttgcgggg attcggcggg 2640 
121 acgggctgct cctgcgtttg gtggatgatt tcttgttggt gacacctcac ctcacccacg 2700 
123 cgaaaacctt cctcaggacc ctggtccgag gtgtccctga gtatggctgc gtggtgaact 2760 
125 tgcggaagac agtggtgaac ttccctgtag aagacgaggc cctgggtggc acggcttttg 2820 
127 ttcagatgcc ggcccacggc ctattcccct ggtgcggcct gctgctggat acccggaccc 2880 
129 tggaggtgca gagcgactac tccagctatg cccggacctc catcagagcc agtctcacct 2940 
131 tcaaccgcgg cttcaaggct gggaggaaca tgcgtcgcaa actctttggg gtcttgcggc 3000 
133 tgaagtgtca cagcctgttt ctggatttgc aggtgaacag cctccagacg gtgtgcacca 3060 
135 acatctacaa gatcctcctg ctgcaggcgt acaggtttca cgcatgtgtg ctgcagctcc 3120 
137 catttcatca gcaagtttgg aagaacccca catttttcct gcgcgtcatc tctgacacgg 3180 
139 cctccctctg ctactccatc ctgaaagcca agaacgcagg gatgtcgctg ggggccaagg 3240 
141 gcgccgccgg ccctctgccc tccgaggccg tgcagtggct gtgccaccaa gcattcctgc 3300 
143 tcaagctgac tcgacaccgt gtcacctacg tgccactcct ggggtcactc aggacagccc 3360 
145 agacgcagct gagtcggaag ctcccgggga cgacgctgac tgccctggag gccgcagcca 3420 
147 acccggcact gccctcagac ttcaagacca tcctggactg atggccaccc gcccacagcc 3480 
14 9. aggccgagag cagacaccag cagccctgtc acgccgggct ctacgtccca gggagggagg 3540 
151 ggcggcccac acccaggccc gcaccgctgg gagtctgagg cctgagtgag tgtttggccg 3600 
153 aggcctgcat gtccggctga aggctgagtg tccggctgag gcctgagcga gtgtccagcc 3660 
155 aagggctgag tgtccagcac acctgccgtc ttcacttccc cacaggctgg cgctcggctc 3720 
157 caccccaggg ccagctttt.c ctcaccagga gcccggcttc cactccccac ataggaatag 3780 
159 tccatcccca gattcgccat tgttcacccc tcgccctgcc ctcctttgcc ttccaccccc 3840 
161 accatccagg tggagaccct gagaaggacc ctgggagctc tgggaatttg gagtgaccaa 3900 
163 aggtgtgccc tgtacacagg cgaggaccct gcacctggat gggggtccct gtgggtcaaa 3960 
165 ttggggggag gtgctgtggg agtaaaatac tgaatatatg agtttttcag ttttgaaaaa 4020 
167 aaaaaaaaaa aaaaaaaaaa aa 4042 

171 <210> SEQ ID NO: 2 

172 <211> LENGTH: 1132 

173 <212> TYPE: PRT 

174 <213> ORGANISM: Homo sapiens 
176 <400> SEQUENCE: 2 
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390 <210> SEQ ID NO: 3 

391 <211> LENGTH: 1153 

392 <212> TYPE: DNA 

393 <213> ORGANISM: Homo sapiens 
395 <400> SEQUENCE: 3 
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